Figure legends Supplementary Materials Jahn and Brantl
Figure S1. Secondary structure probing of wild-type bsrG mRNA (296 nt) Purified, 5' or 3' labelled or unlabelled bsrG RNA was subjected to limited cleavage with the RNases indicated. Additionally, chemical probing with CMCT and DMS-modified unlabelled RNA using 5' labelled primers (see Table S1 ) was performed. Samples were separated on 8 % denaturing gels. Autoradiograms are shown. C, control without RNase or chemical treatment; L, alkaline ladder; T1L, T1 digestion under denaturing conditions. A. Unlabelled bsrG RNA, 5' labelled primer SB1982. B. 5' labelled bsrG RNA (left: short run, right: long run). C. Chemical footprinting with DMS and CMCT on unlabelled bsrG RNA, 5' labelled primer SB1861. D. 3' labelled bsrG RNA. The conformation of the used bsrG RNA species is shown schematically in the left column, and sequence alterations in the corresponding loops are indicated. The k app values were calculated as described (19) 
Figure S4. In vitro translation
A Comparison of wild-type and mutated SD sequences present in the template PCR fragments used for in vitro translation PCR fragments containing a T7 promoter were generated with the indicated primers on chromosomal DNA of B. subtilis DB104, and directly used for coupled transcription/translation. Translation was for 4 h (1) or 2 h (2, 3, 4, PC) at 37 °C in the presence of 35 S-methionine.
B Autoradiogram of the protein gel
The translation product was separated on an 18 % Tris-tricine SDS PAA gel alongside a control reaction without PCR fragment (C) and a reaction with the template for DHFR provided with the kit. The dried gel was exposed in the PhosphorImager for 48 h. In the wild-type case (1) no BsrG is visible, and increasing amounts of BsrG are observed upon increasing opening of the double-stranded structure sequestering the bsrG SD sequence (2 to 4). Figure S5 , Jahn & Brantl ' GGG TGT GAC CTC TTC GCT ATC GCC ACC  5S rRNA probe   SB1646  5' GAA ATT AAT ACG ACT CAC TAT AGG CCA GGG TGT TGG TAG  CAC TAG ACC TTC CCT TGA GTT TGG ACA CCT GAA GGG TTA  GGC CTA CGC AGA TTA CAT GTT TCG AGC CCT TTG ATG GGC  AAC GAG CAA CAG TCC TAT AGT GAG TCG TAT TAA TTT C   E, reverse, SR4 nt 89-180  (nt 89-100 changed into nt 115-127  and vice versa)   SB2198   5' GAA ATT AAT ACG ACT CAC TAT AGG ACT GTT GCT CGT TCG  GGA TCA AAC CCG TCG AAA CAT GTA ATC TGC GTA GGC CTA  ACC CTT CAG GTG TCC AAA CTC AAG GGA AGG TCT ATT T   E, forward, SR4 nt 89-180  (nt 89-104 changed into nt 111-127  and vice versa)   SB2199   5' AAA TAG ACC TTC CCT TGA GTT TGG ACA CCT GAA GGG TTA  GGC CTA CGC AGA TTA CAT GTT TCG ACG GGT TTG ATC CCG  AAC GAG CAA CAG TCC TAT AGT GAG TCG TAT TAA TTT 
